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ODbjetivo

Mejorar la vigilancia epidemiologica
de COVIBL9 en Andalucia,a nivel
local, mediante la integracidonde los
datos epidemiologicos, clinicos vy
gendmicos



- -

Metodologia

ESIDEMIOLOGIA

Pipelines for data processing Pipelines for data analysis and visualization
Assembled genomes
FASTQ files transierred to trangierred {0 an
a raw data repository assembly repository
st —s [ s | [ wa |
\ ' \ Nexistrain API
FASTQ —> | BaseSpace ’ ' ENA k‘
"\*___’] ‘\M‘Ji

e, ey N e (e
FASTQ — | Pathogenwatch | Pathogenwatch , ,

N T
.

(—» Predict TBAMR ——>

Multiple possible assembly pipelines

Vary depending on pathogen or lask Sincind
 Upladto
— @ — RAXML
Local public or private databases holding A?‘ metadata m - _ leeDB
sampie metadata and accession ID for
assembled genome in assembly repository AP sources genomic assembly
. ¢ and necessary metadata for
Metadata DB \ visualization or analysis
% )

Privale database on secure infrastructure
housing patient-identifiable metadata Genoma

Z ,‘ /"—N APl —> ad ————  SecureHIVirace
| Identifiable information DB | : secure EpiData : )

\ /J

BlackA.,, MacCannelID.R, Sibley,T.R et al. Tenrecommendationgor supportingopen pathogengenomicanalysis
in publichealth. Nat Med 26, 832¢841 (2020. https://doi .org/10.1038s41591020-09352
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Metodolo

Muestra aleatoria de 1000 pacientes, Andalucia, hasta el 1 jun

AEpidemiologicos
ASVEA.

ASociodemogréaficos vy clinicos
ABase Poblacional dgalud de Andalucia

AGendmicos

AlLaboratorios clinicos de 13 hospitales Andalucia.

AGISAIDnitiative (Para algunoimdicadores. La mayoria detoyecto
SeqCOVID
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I\/Ietodologla Tecnologla “

ASecuenciacion
AGenyg IBIS Yabimer

ATratamiento de datos

AArea Bioinformatica (F. Progreso y Salud
AOpensourcesoftware

AConexion de registros
ANHUSA



Metodolo

APersonal
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ALaboratorios hospitales, DG Salud Publica, Area
Bioinformatica FPS, Centros de investigacion

AAspectos éticos

Alnforme Evaluacion de Impacto Proteccion de datos
AAprobacién Comité Coordinador Etica Investigacion
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SARS-COV-2 outbreak in Andalucia

Maintained by Clinical Bioinformatics Area.

Showing 554 of 554 genomes sampled between Feb 2020 and May 2020.

Phylogeny %
Lineage
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=pidemiologx,
S-stenibilidad y/
Responsabilidad  Social

| CONGRESO VIRTUAL DE 1 CONGRESSO VIRTUAL DA_ .~
LA SOCIEDAD ESPANOLA ASSOCIACAO PORTUGUESA - -
DE EPIDEMIOLOGIA ( DE EPIDEMIOLOGIA (APE)

IF =5

District Distrito Granada Nordeste

GISAID clade unkown
Imported from other CCAA No
Imported from other Ko
country

Outbreak ID 991437.0

No sanitario en centro

Professional category e

RedAlerta ID 993803.0

Scope Colectivo

Type Centro de Discapacitados
Age 4,

nextclade 20A

Country Spain

date 2020-03-22

Division Andalusia
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SARS-COV-2 outbreak in Andalucia

Maintained by Clinical Bioinfo

'®

District
GISAID clade
Imported from other CCAA

Imported from other
country

Outbreak ID
Professional category
RedAlerta ID

Scope

Age
nextclade
Country
date
Division

31 Universitario de Jerez de |2

Hospital

- — ——

-Jan-01 2020-Jan-29 2020-Feb-26 2020-Mar-25 2020-Apr-22
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SARS-COV-2 outbreak in Andalucia

Maintained by Clinical Bioinformatics Area.

Showing 53 of 554 genomes sampled between Mar 2020 and Apr 2020. Filtered to | x SAS (249) | x Distrito Granada (53) .
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Lineage A
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Maintained by Clinical Bioinformatics Area.
Showing 53 of 554 genomes sampled between Mar 2020 and Apr 2020. Filtered to  x SAS(249) x Distrito Granada (53)
Phylogeny RESET LAYOL
Type A
. unkown D Establecimiento Pe 1581
. Residencia de Mayo D Hotel 27, oross
- Hospital D Albergues Marginad 51199944
. Domicilio particul . Domiciliario =T 58519039
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Phylogeny
Type v

0.0000
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SARS-COV-2 outbreak in Andalucia
W%494251 Maintained by Clinical Bioinformatics Area
@ 61054487 3 A e
U 61700303 VIT nomes sampled between Mar 20720 and Apr 2020, Filtered t
.| 31334348
® §1181793
[ 60937213
1 61198955
L ' 50284575
g e
@ 51198859
e
o L 44022160
- 44022410
3 S | | 44022410
1l - Nucleotide mutations:
[ ' = : C11074T, G23909T, C24555T,
i’“'* C28512T
[ ——— AA mutations:
— : N: P80OL
e — S: A783S, T998I
; 44021965 Divergence: 5.34%¢-4
i S— Date: 2020-04-08
S G064 Type: Hospital

CECl  Author: unkown
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SARS- COV-2 outbreak |n Andaluaa

Maintained by Clinical Bioinformatics Area.

Showing 11 of 554 genomes sampled between Mar 2020 and Apr 2020. Filtered to | x |SAS (249) | x

Phylogeny CAP

CADP District
GISAID clade

Imported from other CCAA

Importad from other
country

Outbreak 1D
Professional category
RedAlerta D

Scope

Type

Age

nextclade

Country

date

Division

Hospital

2019-Qct-08 2029-Nov-05 2019-Dec-02

® 51421778
@ ¢1700200
P 51536534
L 50284621
i . -
61198852
— 382719423
) 50266784
@ 51515303 - ==
i =.
—————— @ 50206463
a 30277099
2020-Jan-29 2020-Feb-26 2020-Mar-25

2020-Apr-



Showing 11 of 554 genomes sampled between Mar 2020 and Apr 2020. Filtered to | x SAS (249)

Phylogeny

Scope A

. unkown

- Colectivo

l:] Familiar

Poblacional

2019-Oct-08

SARS-COV-2

Maintained by Clinical Bioinformatics Area.

Nacionaly CCAA

D Laboral

. Andalucia

CAP

District

GISAID clade

Imported from other CCAA

imported from other
country

Outbreak ID
Professional category
RedAlerts 1D

Scope
Type

Age
nextcliade
Country
date
Division

Hospital

2019-Nov-05

2019-Dec-03

X D1 O D100 A
= - a2 o Vrde
o esponsabilidad >
A R,
X |Zaidin Sur (11)|.
CAP
District
GISAID cdlade
Imported from other CCAA
Imported from other
country
Outbreak 1D 1) 51421778
Professional category
RedAlerta 1D ) 61700208
Scopa
Type
Age 01 51536534
nextciade ==
Country
date
Division
Hospital
¥ 1) 50284621
S 61 198852
(539219483
) 50266484
) 51515303
e
: B 1) 50266463
WT.50279099
2020-Jan-01 2020-Jan-29 2020-Feb-26 2020-Mar-25

202(
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SARS-COV-2outbreakin Andalucia

Maintained by Clinical Bioinformatics Area.

Showing 11 of 554 genomes sampled between Mar 2020 and Apr 2020. Filtered to | x SAS (249) | x Zaidin Sur (11) .

Phylogeny
Scope v

. () 51421778
Divergence i

') 61700208

61198852

0.0000 0.0002 0.0004 0.0006 0.0008
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AEs factible la incorporacion de datos genomideks
SAR&0V2 en el nivel local de vigilancia
epidemiologica (Hospital, Distrito).

AEllorequiere trabajo multidisciplinario glianzas

Institucionales.

ALa incorporacion de la gendmica en vigilancia no
puede ser a base de recursos de investigacion, sino
con recursos adecuados en salud publica.

AEs necesario contemplar la genémica en las
competencias profesionales &alud Publica



X
xxxxx
xxxxxx

xxxxxxx
xxxxxxx

e n e e S
e e
e ==

S =L

PP S

Siguientes pasos
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AEstrategias

A Genomica, Bioinformatica, Salud Publica e InvestigaCiiiica
(ANCRAID)

APersonas

A II§r;38|ursos para incorporacion sistematica en la practica de la Salud
ublica

A Competencias profesionales salud publica

AProcesos
A Optimizacion de procesos
A Obtencidn, envio, secuenciacién de muestras

ATecnologias
A Gendmicas, Bioinformaticas y Laboratorio Clinico
A Integracion sistemas de informacion



Graclas

Enlace a la plataforma en el Area de Bioinformatica de la
Fundacion Progreso y Salud:

http://nextstrain.clinblioinfosspa.ée's



http://nextstrain.clinbioinfosspa.es/




